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Abstract: Introduction: Spheroids are spherical aggregates of cells that mimic the three-dimensional
(3D) architecture of tissues more closely than traditional two dimensional (2D) cultures. Spheroids of
adipose stem cells (SASCs) show special features such as high multilineage differentiation potential
and immunomodulatory activity. These properties have been attributed to their secreted factors,
such as cytokines and growth factors. Moreover, a key role is played by the extracellular vesicles
(EVs), which lead a heterogeneous cargo of proteins, mRNAs, and small RNAs that interfere with the
pathways of the recipient cells. Purpose: The aim of this work was to characterize the composition
of the secretome and exosome from SASCs and evaluate their regenerative potential. Materials and
Methods: SASCs were extracted from adipose samples of healthy individuals after signing informed
consent. The exosomes were isolated and characterized by Dinamic Light Scattering (DLS), Scanning
Electron Microscopy (SEM), and Western blotting analyses. The expression of mRNAs and miRNAs
were evaluated through real-time PCR. Lastly, a wound-healing assay was performed to investigate
their regenerative potential on different cell cultures. Results: The SASCs’ exosomes showed an
up-regulation of NANOG and SOX2 mRNAs, typical of stemness maintenance, as well as miR126
and miR146a, related to angiogenic and osteogenic processes. Moreover, the exosomes showed
a regenerative effect. Conclusions: The SASCs’ secretome carried paracrine signals involved in
stemness maintenance, pro-angiogenic and pro-osteogenic differentiation, immune system regulation,
and regeneration.

Keywords: spheroids of adipose stem cells; extracellular vesicles; secretome; adipose tissue; stemness
and mesenchymal differentiation

1. Introduction

Stem cells possess several key characteristics that give them a crucial role in tissue
development, repair, and regenerative medicine. They are undifferentiated cells with
self-renewal ability [1], potency [2,3], and important immunomodulatory properties [4].
They can make symmetric or asymmetric divisions. In the former, the stem cell divides to
generate two cells that remain undifferentiated as stem cells, while in asymmetric division,
one cell goes on to proliferate and differentiate, and the other one stays as a stem cell [5].

A population of stem cells called mesenchymal stem cells (MSCs) was initially iden-
tified in the bone marrow stroma in the late 1960s [6]. Then, MSCs were found in almost
all tissues [7,8]. They are a type of multipotent stem cells with important characteristics
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and properties that make them promising for regenerative medicine and tissue engineer-
ing. They are able to differentiate into several mesenchymal lineages, such as adipocytes,
osteoblasts, chondrocytes, myocytes [9,10], and also neuron-like [11]. Moreover, they are
responsible for several cell functions, such as pro-angiogenesis [12], immunomodulation [13],
anti-inflammation [14], anti-apoptosis [15], neuro-protection, and regulation [16], but several
studies have shown that these functions are not mainly exerted by cells but by MSCs-secreted
paracrine factors [17–21]. In addition, a population of MSCs called adipose-derived stem cells
(ADSCs) was also recently investigated thanks to the ease of surgical accessibility of adipose
tissue, which also provides a high yield of ADSCs [22]. ADSCs demonstrated significant
multilineage differentiation potential and important immunomodulatory activities [23]. Ad-
ditionally, while 2D cell cultures have long been employed as in vitro models, the focus has
recently shifted towards 3D cell cultures due to their superior ability to replicate the in vivo cell
microenvironments [24–27]. In 2D culture conditions, cells grow as a single cell layer on a
flat adherent surface, such as a tissue culture plastic dish. This can alter their properties and
behavior compared to in vivo conditions. In fact, 2D ADSCs change their morphology and
polarity [28]. They can have limited cell–cell interactions and spatial organization [29] and
unlimited access to all nutrients of the medium but also each added molecule due to their
arrangement on a monolayer [30], and this could alter their gene and protein expression [31].
To overcome these limitations, cells can be cultured in a 3D environment to form suspended
aggregates known as spheroids [32]. In 3D cultures, cells grow in a three-dimensional envi-
ronment that more closely mimics the in vivo tissue architecture, allowing for more natural
cell–cell and cell–matrix interactions [33]. An important limitation of 3D cell culture method
is the higher complexity and costs compared to 2D cultures. Several techniques have been
applied to obtain spheroids, but currently, there is no standardized one [34–36]. A recent
study showed that spheroids can be directly obtained from liposuction fat or adipose tissue
digestion, seeding ADSCs in ultra-low-adhesion conditions without any additional step,
forming the so-called SASCs [37]. They showed the ability to maintain stemness until 28 days,
with a higher expression of stemness-associated mRNAs as well as better regenerative abilities
compared to 2D-cultured cells [38,39]. Moreover, a study revealed that SASCs cultured in
Integra scaffold and implanted in an in vivo T8 laminectomy mice model showed a significant
involvement in bone tissue regeneration [38], and a similar effect was also obtained after their
implantation in an in vivo calvaria rabbit model in which SASCs also stimulated neo-vessels
formation [40]. Cells need to communicate with each other and exchange information not
only through direct cell–cell interaction but also through indirect methods such as endocrine,
autocrine, and paracrine signaling [41]. Paracrine signaling consists of the releasing of sol-
uble factors (cytokines, growth factors, hormones, and extracellular vesicles) by a cell into
the extracellular space, which acts on the neighboring cells by affecting their behavior and
function [42–44]. Amongst the main roles of this signaling are the regulation of cell growth,
differentiation, migration [45], maintenance of tissue homeostasis [46], and tissue repair and
regeneration [47].

The soluble factors and extracellular vesicles (EVs) secreted by cells into the culture
medium are known as the secretome or conditioned medium [48]. Extracellular vesicles
(EVs) are membrane-bound structures released by cells into the extracellular space, and they
play crucial roles in intercellular communication and various physiological and pathological
processes [49–51]. EVs are distinguished into exosomes, microvesicles (MVs), and apoptotic
bodies, according to their size and origin. Exosomes are spheroidal-shaped vesicles of
30–150 nm in size. They derive from multivesicular bodies (MVBs) generated by the early
endosomes. MVBs are rich in intraluminal vesicles (ILVs), generated by the inward budding
of endosomal membranes. MVBs’ fate can be dual: They can fuse with lysosomes that
are being degraded, or they can be transported to the plasma membrane, and after fusion
with it, they can release their EVs content outside the cells. In this case, released ILVs are
called exosomes. The proteins mainly expressed on the exosome surface are CD63, CD9,
and CD81 [52]. Microvesicles are 100–1000 nm in size and derive from plasma membrane
shedding. They are directly released into the extracellular space, and their surface is
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characterized by membrane components typical of the cell of origin. They are characterized
by an irregular shape [53]. Both exosomes and microvesicles are enriched in small and long
non-coding RNAs, mRNAs, lipids, and proteins by conveying specific information to the
recipient cells [54,55]. Differences in cell properties might lead to the secretion of different
factors with the formation of a specific secretome, but few studies have been performed
on this issue [34,36,56,57]. The secretome of 3D SASCs has never been characterized, and
neither has the role and efficacy of extracellular vesicles in cell communication and their
therapeutic applications. We analyzed the secretome from SASCs [58], and in this work, we
characterized the exosomal population from SASCs and then screened it for a set of mRNAs
and miRNAs as exosomal internal cargo. Finally, we assessed the regenerative potential of
the total secretome and, in particular, isolated exosomes through a wound-healing assay
on endothelial cells, fibroblasts, and osteoblasts.

2. Materials and Methods
2.1. Cells Extraction and Culture

Adipose tissue or a liposuction sample from different anatomical areas such as the
abdomen, hip, and breast were collected from healthy individuals (7 females and 5 males,
mean BMI of 27.8, and mean age of 47.0 years) at the Plastic and Reconstructive Surgery
Unit of Palermo. The hospital’s ethical committee approved the study, so informed consent
was collected from each patient. Adipose tissue or liposuction fat were enzymatically
and mechanically digested. Adipose tissue was digested with collagenase (150 mg/mL;
Gibco, Carlsbad, CA, USA) and hyaluronidase (20 mg/mL; Sigma, St. Louis, MO, USA)
through mechanical agitation for 1 h at 37 ◦C, while liposuction samples were digested
with collagenase (150 mg/mL; Gibco) through mechanical agitation for 30 min at 37 ◦C. The
samples were then centrifuged at 1200× g for 5 min, and the stromal vascular fraction (SVF)
was divided into two parts: One-half was seeded with serum-free stem cell-specific medium
(SCM) added with basic fibroblast growth factor (bFGF; 10 ng/mL; Sigma) and epidermal
growth factor (EGF; 20 ng/mL) and plated in ultra-low-adhesion flasks (Corning, Corning,
NY, USA). The other half was seeded in adhesion flasks (Corning) with Dulbecco’s modified
Eagle’s medium high glucose (DMEM) (Sigma) complemented with 10% fetal bovine serum
(FBS) (EuroClone, Milan, Italy) and were called ADSCs. Both the cell media were replaced
twice a week. Endothelial cells, fibroblasts, and osteoblasts were cultured in adhesion flasks
(Corning). Endothelial cells and osteoblasts were differentiated from SASCs for 21 days with
a specific differentiation medium: endothelial cell growth medium (PromoCell, Heidelberg,
Germany) and osteoblast growth medium (PromoCell), as previously demonstrated [38,59].
Normal human dermal fibroblasts (NHDF) were provided by PromoCell and cultured
with fibroblast growth medium (PromoCell). Cells were maintained at 37 ◦C in a 5% CO2
humidified incubator.

2.2. Secretome Collection and Exosomes Extraction

Cells were cultured for one week, and then, the media were collected every 72 h and
centrifuged at 2000× g per 30 min to remove cells and debris, according to the Total Ex-
osome Isolation (from cell culture media) protocol (Invitrogen, Vilnius, Lithuania). The
cell-free culture medium was transferred into a new tube, and 0.5 volumes of total exo-
some isolation reagent were added. The solution was mixed, and the samples were incu-
bated at 4 ◦C overnight. Then, the samples were centrifuged at 10,000× g for 1 h at 4 ◦C.
The supernatant was discarded, and the pellet was appropriately resuspended in 200 µL
1× PBS for RNA extraction or in 50 µL of exosome resuspension buffer for protein extraction.

2.3. Protein Extraction and Quantification

EVs protein extraction was performed by Total Exosome RNA and Protein Isolation
Kit (Invitrogen, Carlsbad, CA, USA). After having resuspended the exosome pellet in
50 µL of exosome resuspension buffer for protein extraction, the total protein amount was
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analyzed through Qubit™ Protein Assay Kit (ThermoFisher, Eugene, OR, USA), according
to the manufacturer protocol, and then read using the Qubit™ 4 Fluorometer instrument.

2.4. Exosomes Characterization

Exosomes were characterized by dynamic light scattering (DLS), scanning electron
microscopy (SEM), and Western blotting analyses. DLS was performed through the
Zetasizer nano ZSP 2 (MALVERN Panalytical Ltd., Malvern, UK) instrument and scanning
electron microscopy through FEI—Versa 3D Dual-Beam Microscope. In the DLS technique,
a laser strikes the solution, and the intensity of the scattered light as a function of time is
measured. Light is scattered due to the Brownian motion of particles that correlates with
their hydrodynamic diameter. The smaller the particle, the faster it will diffuse. The bigger
the particle, the slower it will diffuse. The DLS instrument will generate a correlation func-
tion that is mathematically linked with particle size and its time-dependent light-scattering
capacity. SEM uses a focused beam of high-energy electrons to investigate the surface of
solid samples. Electrons are generated by an electron source and are accelerated. When they
impact against the sample, they are decelerated. The electron–sample interactions produce
a variety of signals, such as backscattered electrons, secondary electrons, photons, and
visible light and heat. All of them give information about the sample’s external morphology
and crystalline structure and orientation at the micro and nano scale.

For Western blotting, after protein extraction and quantification, 40 µg of proteins
from SASCs-derived exosomes were complexed with 2× Laemmli sample buffer (BioRad,
Hercules, CA, USA) and added with 2-mercaptoethanol (BioRad). The same protein
amount from 3D SASCs and 2D ASCs as control was prepared. Samples were loaded
in the Mini-PROTEAN® TGX Stain-Free™ Gels (BioRad). The gel was blotted on the
Trans-Blot® Turbo™ Transfer Pack (BioRad) through the Trans-Blot Turbo instrument
(BioRad) for 7 min. The stain-free technology was used to evaluate the protein separation
in the gel and the membrane. This was then incubated with 1× TBS 1% casein blocker
(BioRad) for 1 h at RT during shaking and incubated overnight at 4 ◦C with the primary
antibody CD63 (Invitrogen) diluted 1:250. The day after, the membrane was washed three
times with tTBS 0.05% and then incubated for 2 h with the goat anti-mouse IgG antibody
(HRP) (GeneTex, Inc., Irvine, CA, USA) diluted 1:5000. The membrane was washed with
tTBS 0.05% twice and TBS 1× once, and then, the Clarity MaxTM Western ECL substrate
(BioRad) was prepared by mixing in a 1:1 ratio the Clarity Western Peroxide Reagent and
the Clarity Western Luminol/Enhancer Reagent. The membrane was incubated in the
substrate solution for 5 min and then exposed to the ChemiDoc Imaging System (BioRad).

2.5. mRNA Extraction from Exosomes

mRNAs from exosomes were extracted by RNeasy Mini Kit (Qiagen, Hilden, Germany).
First, 350 µL of buffer RLT previously completed with 2-mercaptoethanol (BioRad), was added
to the pellet. The mix was vortexed for 1 min and passed through a 1 mL syringe with a
needle. Then, 1 volume of 70% ethanol was added, and the mixture was transferred to an
RNeasy Mini Spin column and centrifuged at 12,000 rpm for 15 s. The flowthrough was
discarded, and a new centrifuge with the addition of 700 µL of Buffer RW1 onto the RNeasy
Mini Spin column was performed for 15 s at 12,000 rpm. The flowthrough was discarded, and
two other centrifugations with the addition of 500 µL of buffer RPE were performed at the
same velocity of 12,000 rpm but, respectively, for 15 s and 2 min. Then, the RNeasy Mini Spin
column was centrifuged at full speed (14,000 rpm) for 1 min to dry the membrane. Finally, 30
µL of RNase-free water was added directly to the column membrane and centrifuged for 1
min at 10,000 rpm. The total mRNA was eluted.

2.6. miRNA Extraction from Exosomes

miRNAs from exosomes were extracted by miRNeasy Mini Kit (Qiagen). The exosome
pellet was disrupted by adding QIAzol Lysis Reagent and homogenized by vortexing
for 1 min and by passing it through a 1 mL syringe with a needle. After incubating the
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homogenate for 5 min at RT, 140 µL of chloroform was added and shaken for 15 s. The
sample was incubated for 3 min at RT and then centrifuged at 12,000× g for 15 min at
4 ◦C. The upper aqueous phase was recovered, and 1.5 volumes of 100% ethanol were
added. Next, 700 µL of the sample was transferred onto the RNeasy Mini Spin column
and centrifuged at 12,000 rpm for 15 s at RT. The flowthrough was discarded. To wash the
column, 700 µL of buffer RWT was added and centrifuged at 12,000 rpm for 15 s. Then,
500 µL buffer RPE was pipetted onto the RNeasy Mini spin column and centrifuged for
15 s at 12,000 rpm to wash the column. The flowthrough was discarded, and the previous
step was performed again. A full-speed centrifuge for 1 min was executed to eliminate any
possible contaminant inside the RNeasy Mini spin column. Finally, the RNeasy Mini spin
column was transferred into a new 1.5 mL collection tube, and 30 µL RNase-free water was
pipetted directly onto the membrane. It was centrifuged for 1 min at 12,000 rpm to elute
the RNA.

2.7. RNA Quantification

RNA was quantified by Qubit™ RNA HS Assay Kit (ThermoFisher) according to the
manufacturer protocol and then read using the Qubit™ 4 Fluorometer instrument.

2.8. mRNA Reverse Transcription and Real-Time PCR

To perform mRNA reverse transcription, the High-Capacity cDNA Reverse Transcrip-
tion Kit (ThermoFisher) was used. The sample was mixed as follows: 10× RT buffer 5 µL,
25× dNTP Mix 2 µL, 10× RT random primers 5 µL, H2O 10.5 µL, MultiScribe™ Reverse
Transcriptase 2.5 µL, and 25 µL of sample. The reverse transcription was performed by the
MiniAmp Plus Thermal Cycler (ThermoFisher), and the protocol for cDNA obtaining was
the following: 10 min at 25 ◦C, 2 h at 37 ◦C, and 5 min at 85 ◦C, followed by a decrease to
4 ◦C to remove the sample.

To perform real-time PCR, a master mix was prepared as follows: 10 µL of Taq-
Man™ Fast Advanced Master Mix (ThermoFisher), 7 µL of H2O, 1 µL of primer, and
2 µL of sample for a total of 20 µL per well. The amplification protocol was the fol-
lowing: Step 1 consisted of 2 min at 50 ◦C and 2 min at 95 ◦C, and step 2 consisted of
40 cycles, each one comprising 1 s at 95 ◦C and 20 s at 60 ◦C. Real-time PCR was executed
through the StepOnePlus instrument (ThermoFisher). The evaluated mRNAs were as
follows: Sox2 (Hs01053049_s1), Nanog (Hs04399610_g1), Pou5f1 (Hs00999632_g1), Prom1
(Hs01009259_m1), Sox9 (Hs01001343_g1), Vegfa (Hs00900054_m1), Hif1a (Hs00153153_m1),
Pparg (Hs01115513_m1), Runx2 (Hs00231692_m1), Vegfr2 (Hs00911700_m1), Igf1
(Hs01547656_m1), Cd31 (Hs00169777_m1), and Gapdh (Hs02758991_g1). Results were
standardized to the relative expression of GAPDH.

2.9. miRNA Reverse Transcription and Real-Time PCR

To perform miRNA reverse transcription, the TaqMan™ MicroRNA Reverse Tran-
scription Kit (ThermoFisher) was used. Firstly, a primer pool containing 10 primers was
generated. The primer pool was a mixture made by 2.5 µL of each primer and 225 µL of
H2O. Then, the reaction mix was prepared as follows: 6 µL of primer pool, 0.30 µL of dNTP
mix w/dTTp, 1.5 µL of 10× RT buffer, 0.19 µL of RNase inhibitor, 3 µL of MultiScribe™ RT
enzyme, and 4.04 µL of sample, corresponding to 19 ng of RNA for a total volume of 15 µL
for the reverse transcription.

The reverse transcription protocol for miRNAs was the following: 30 min at 16 ◦C,
30 min at 42 ◦C and 5 min at 85 ◦C. Then, the temperature was decreased to 4 ◦C to allow
the removal of the sample. To perform real-time PCR, a master mix was prepared as follows:
5 µL of TaqMan™ Fast Advanced Master Mix (ThermoFisher), 3.84 µL of H2O, 0.67 µL of
sample, and 0.50 µL of primer for a total of 10 µL per well. The amplification protocol was
divided into two steps: 20 s at 95 ◦C was the first step, and then, 3 s at 95 ◦C and 30 s at
60 ◦C, both repeated 40 times, was the second one. Real-time PCR was executed through
the StepOnePlus instrument (ThermoFisher).
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The evaluated miRNAs were as follows: hsa-miR-191 (TM/RT:002299), mmu-miR-451
(TM/RT:001141), hsa-miR-126 (TM/RT:002228), hsa-miR-100 (TM/RT:000437), hsa-miR-
221 (TM/RT:000524), mmu-miR-495 (TM/RT:001663), mmu-miR-140 (TM/RT:001187),
hsa-miR-30c (TM/RT: 000419), hsa-miR-143 (TM/RT: 002249), hsa-miR-146a (TM/RT:
000468), hsa-miR-142-3p (TM/RT: 000464), and hsa-miR-182 (TM/RT: 002334). Results
were standardized to the relative expression of miR-191.

2.10. Wound-Healing Assay

Endothelial cells, fibroblasts, and osteoblasts were seeded in a 24-well plate at the concen-
tration of 15,000 cells/well until they reached confluence. The experimental conditions were the
following: control exosomes (specific cell culture medium + PBS), control secretome (specific
cell culture medium + SCM), total exosomes (specific cell culture medium + isolated exosomes),
and total secretome (specific cell culture medium + total secretome from 3D-cultured SASCs).
Image J software 1.8.0 was used to measure the percentage of wounded area.

2.11. Statistical Analysis

Data are expressed as mean ± standard deviation of three independent experiments.
Statistical significance was calculated using one way analysis of variance (ANOVA), fol-
lowed by either a Tukey’s or Bonferroni’s multiple comparison post hoc test. Significance
levels were analyzed with GraphPad Prism 8 statistical software and indicated as p-values
(* p < 0.05, ** p < 0.01, and *** p < 0.001).

3. Results
3.1. Exosomes Characterization

DLS analysis was performed to assess the uniformity of the exosomal population
extracted from the secretome of SASCs. The results showed that all the analyzed exosomal
populations were consistent in size and ranged between 80 and 120 nm, in agreement with
the known exosomal dimensions amongst 30 and 150 nm [60] (Figure 1A). SEM analysis was
employed to investigate the exosomes’ morphology and dimensions, demonstrating their
characteristic round shape and a size between 90 and 120 nm that is typical of exosomes,
which corroborates the DLS results (Figure 1B). The protein expression analysis confirmed
the presence of a rich exosomal population derived from SASCs, marked by CD63 positivity.
The proteins from cell lysates of 2D ASCs and 3D SASCs were used as controls (Figure 1C).

3.2. mRNA Analysis

The gene expression analysis was performed to screen SASCs derived exosomes
for a pool of mRNAs as their internal cargo. The results indicated that exosomes signifi-
cantly expressed stemness-related mRNAs compared to the ones related to angiogenesis or
mesenchymal differentiation. Specifically, Nanog was the most highly expressed mRNA
amongst the stemness-related ones, followed by Sox2 and Pou5f1 (Figure 2A). Among the
angiogenesis-related mRNAs, Hif1a was the most prominently expressed compared to
Vegfa, Vegfr2, Igf1 and Cd31 which were equally poorly expressed (Figure 2B). Conversely,
the mRNAs related to mesenchymal differentiation, representative of chondrocytic (Sox9),
osteoblastic (Runx2), and adipocytic (Pparg) lineages, were poorly expressed at comparable
levels (Figure 2C).

3.3. miRNA Analysis

A set of 11 microRNAs (miRNAs), small endogenous non-coding RNAs of approxi-
mately 22 nt in length, was screened as a part of the exosomal internal cargo [61,62]. We
analyzed the representative miRNAs related to angiogenesis (miR126), stemness (miR142-
3p), osteoblastic (miR100 and miR221), chondrocytic (miR140 and miR495) and adipocytic
(miR30c and miR143) differentiation, and immunomodulation (miR146a, miR451, and
miR182). Among these, miR126 and miR146a exhibited the highest levels of expression
(Figure 3A), followed by miR451. SASCs-derived exosomes expressed lower levels of
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miR100, miR143, miR221, miR140, and miR30c and even loss of miR182, miR142-3p, and
miR495 (Figure 3B).

Exosomal population Exosomal population

Figure 1. Exosomes characterization. (A) DLS analysis for physical characterization, (B) SEM analysis for exosomal size and 
shape characterization and (C) CD63, typical exosomal expression marker by Western blotting analysis.

Exosomal population Exosomal population

MW ASCs SASCs Exos

(A)

(B)

(C)

Figure 1. Exosomes characterization. (A) DLS analysis for physical characterization, (B) SEM analysis
for exosomal size and shape characterization, and (C) CD63, typical exosomal expression marker, by
Western blotting analysis.

Biomedicines 2024, 12, x FOR PEER REVIEW  7  of  16 
 

osteoblastic (Runx2), and adipocytic (Pparg) lineages, were poorly expressed at compara-

ble levels (Figure 2C). 

 

Figure 1. Exosomes characterization. (A) DLS analysis for physical characterization, (B) SEM anal-

ysis  for  exosomal  size  and  shape  characterization,  and  (C) CD63,  typical  exosomal  expression 

marker, by Western blotting analysis. 

 
(A)  (B)  (C) 

Figure  2.  Exosomal  internal  cargo:  analysis  of  12 mRNAs.  (A)  Stemness-related mRNAs  (Sox2, 

Nanog, Pou5f1 and Prom1); (B) angiogenesis-related mRNAs (Vegfa, Vegfr2, Hif1a, Igf1 and Cd31); (C) 

mesenchymal differentiation-related mRNAs (Sox9, Runx2 and Pparg). 

3.3. miRNA Analysis 

A set of 11 microRNAs (miRNAs), small endogenous non-coding RNAs of approxi-

mately 22 nt in length, was screened as a part of the exosomal internal cargo [61,62]. We 

analyzed the representative miRNAs related to angiogenesis (miR126), stemness (miR142-

3p), osteoblastic (miR100 and miR221), chondrocytic (miR140 and miR495) and adipocytic 

(miR30c  and miR143) differentiation,  and  immunomodulation  (miR146a, miR451,  and 

miR182). Among these, miR126 and miR146a exhibited the highest  levels of expression 

Figure 2. Exosomal internal cargo: analysis of 12 mRNAs. (A) Stemness-related mRNAs (Sox2,
Nanog, Pou5f1 and Prom1); (B) angiogenesis-related mRNAs (Vegfa, Vegfr2, Hif1a, Igf1 and Cd31);
(C) mesenchymal differentiation-related mRNAs (Sox9, Runx2 and Pparg).

Biomedicines 2024, 12, x FOR PEER REVIEW  8  of  16 
 

(Figure  3A),  followed  by miR451.  SASCs-derived  exosomes  expressed  lower  levels  of 

miR100, miR143, miR221, miR140, and miR30c and even loss of miR182, miR142-3p, and 

miR495 (Figure 3B). 

 
(A)  (B) 

Figure 3. Exosomal  internal cargo: analysis of 11 miRNAs. (A) More-expressed miRNAs (miR126 

and miR146a);  (B)  less-expressed miRNAs  (miR100, miR221, miR140, miR30c, miR143, miR451, 

miR182, miR142-3p, and miR495). 

3.4. Wound‐Healing Assay 

A wound-healing assay was performed to investigate if the SASCs-derived secretome 

or exosomes exerted a regenerative potential on several cell cultures. The endothelial cells 

treated with the secretome did not exhibit a significant wounded area closure after 1 day 

of treatment compared to the control. However, treatment with the total exosomes led to 

a notable reduction in the wounded area (80%) after 1 day, with complete wound closure 

observed after 2 days (Figure 4A,D). Similarly, fibroblasts showed no substantial wound 

closure after 1 day of treatment with the secretome compared to the control, while a sig-

nificant reduction in the wounded area (60%) was achieved with the total exosomes, lead-

ing to near-total closure by day 2 (Figure 4B,E), demonstrating an active proliferation of 

cells. Osteoblasts treated with the secretome showed a total closure of the wound due to 

rapid cell proliferation compared  to  the control.  In contrast,  total exosomes resulted  in 

complete wound closure after just 1 day of treatment (Figure 4C,F). 

   
(A)  (D) 

Figure 3. Exosomal internal cargo: analysis of 11 miRNAs. (A) More-expressed miRNAs (miR126 and
miR146a); (B) less-expressed miRNAs (miR100, miR221, miR140, miR30c, miR143, miR451, miR182,
miR142-3p, and miR495).



Biomedicines 2024, 12, 1842 8 of 15

3.4. Wound-Healing Assay

A wound-healing assay was performed to investigate if the SASCs-derived secretome
or exosomes exerted a regenerative potential on several cell cultures. The endothelial
cells treated with the secretome did not exhibit a significant wounded area closure after
1 day of treatment compared to the control. However, treatment with the total exosomes
led to a notable reduction in the wounded area (80%) after 1 day, with complete wound
closure observed after 2 days (Figure 4A,D). Similarly, fibroblasts showed no substantial
wound closure after 1 day of treatment with the secretome compared to the control, while
a significant reduction in the wounded area (60%) was achieved with the total exosomes,
leading to near-total closure by day 2 (Figure 4B,E), demonstrating an active proliferation
of cells. Osteoblasts treated with the secretome showed a total closure of the wound due
to rapid cell proliferation compared to the control. In contrast, total exosomes resulted in
complete wound closure after just 1 day of treatment (Figure 4C,F).
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Figure 4. Wound-healing assay on (A) endothelial cells, (B) fibroblasts, and (C) osteoblasts
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media are shown. Percentage of the wounded area on (D) endothelial cells, (E) fibroblasts, and
(F) osteoblasts at 0, 1, and 2 days.
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4. Discussion

It has been already demonstrated that cells cultured in 3D conditions exhibit superior
properties compared to those grown in 2D adhesion conditions. In fact, in 3D cultures,
cells can better mimic their native conditions, preserving their surface characteristics and
maintaining their gene and protein expression profiles due to the loss of interactions with
the surface of the culture plate [31].

Several techniques have been developed to obtain spheroids even if, to date, there
is no standardized protocol [34–36]. In this study, spheroids termed SASCs were directly
obtained from liposuction fat or adipose tissue digestion by seeding ADSCs under ultra-
low-adhesion conditions without additional steps. SASCs were already characterized
as showing the ability to maintain stemness for up to 28 days, with a higher expression
of stemness-associated mRNAs as well as enhanced regenerative abilities compared to
2D-cultured cells [38,39]. Cells need to exchange information each other, and to do so, they
communicate not only through direct interactions but also through endocrine, autocrine,
and paracrine signaling [41]. Paracrine signaling involves the secretion of soluble factors
and extracellular vesicles (EVs) into the culture medium, known as the conditioned medium
or secretome. The secretome offers a higher safety profile compared to cell engrafting due
to its lower risk of neoplastic transformation [63] and easier storage through the use of
natural and non-toxic agents such as trehalose, a natural disaccharide found in many
foods [64]. In recent years, there has been a growing focus on extracellular vesicles (EVs)
such as exosomes due to their potential in clinical applications as diagnostic biomarkers
and therapeutic carriers [40]. Exosomes are particularly advantageous because of their
biocompatibility, which reduces immunogenicity, and their bi-layered lipid structure, which
also protects their cargo from degradation. In addition, their small size and membrane
composition allow them to cross major biological membranes, including the blood–brain
barrier [52].

A recent study conducted by our group analyzed the composition of the secretome
from SASCs by screening it for a panel of soluble factors [58]. We found that SASCs
secreted significant concentrations of growth factors related to stemness maintenance and
angiogenesis, such as PIGF-1 (placental-derived growth factor), HGF (hepatocyte growth
factor), and FGF-2 (fibroblast growth factor 2) and several interleukins (ILs) related to the
immune system modulation, such as IL-5, IL-1Ra, IL-8, IL-2, IL-7, IL-23, IL-15, IL-13, IL-10,
and the chemokine CCL-4. In addition, typical endothelial factors such as VEGFR2, CD31,
CD62E, and ICAM-1 were overexpressed. The scientific literature has shown that PIGF-1
plays a role in inducing angiogenesis in vivo and promoting the proliferation and migration
of endothelial cells in vitro [65]. Other studies have demonstrated that HGF is crucial for
maintaining the stemness of hBM-MSCs [66] as well as for inducing angiogenesis [67].
Similarly, FGF-2 has been shown to play a role in maintaining the stemness of BM-MSCs [68]
and preventing cellular senescence [69]. Our previous data indicate that SASCs are able
to communicate with each other through paracrine signaling, likely promoting stemness
through the secretion of typical growth factors involved in this process. In addition,
amongst the most-expressed interleukins, they can be conventionally grouped as pro- and
anti-inflammatory or adaptive immunity, but all of them are involved in immune system
modulation. A review demonstrated that interleukins can exert a pro- or anti-inflammatory
effect depending on their concentration as well as the nature of the target cell and the
activating signal or its timing [70]. Thus, the secretion of all these immunomodulatory
molecules makes it possible to ascribe to SASCs’ secreted factors an important role in
balancing immune system activation and deactivation, also considering the hypothesis that
varying cell concentrations or cultivation times could alter the concentration of released
interleukins, influencing their role in the immune response. The expression of typical
endothelial analytes as soluble factors secreted by SASCs could suggest an enrichment
of extracellular vesicles (EVs) in the conditioned medium and their expression of typical
endothelial markers. This could be due to the high angiogenic potential of SASCs [59] that
might lead cells to generate EVs that carry typical angiogenic molecules. DLS, SEM, and
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Western blotting analyses confirmed the presence of an exosomal population within the
30–150 nm size range, exhibiting a round shape and enrichment with CD63 as membrane
marker. A pool of mRNAs was then analyzed as exosomal internal cargo, and we found a
high expression of Nanog, followed by Sox2 and Pou5f1, which are involved in stemness
maintenance. Nanog is a gene located on chromosome 12 and codifies for a transcription
factor crucial for maintaining stemness in both embryonic pluripotent cells and adult
MSCs [71,72]. Moreover, it regulates the expression of several factors involved in the
maintenance of the immunomodulatory functions of MSCs [73]. Similarly, Sox2 encodes for
a transcription factor with a key role in MSC stemness maintenance and proliferation [74]. In
addition, it is responsible for cell growth and differentiation towards adipogenic, osteogenic,
and chondrogenic lineages in hMSCs [75]. Pou5f1 is usually expressed by embryonic
stem cells and codify for a key transcription factor involved in the maintenance of self-
renewal and undifferentiated state [76]. These results align with the stemness condition
of SASCs, suggesting that they may likely regulate their self-renewal and maintenance
of their undifferentiated state through paracrine signaling. For regenerative applications,
using their exosomes could be beneficial, as they carry stemness messages that could
be directly injected in the damaged site and diffuse into the neighboring tissues way to
promote the proliferation of resident stem cells. Furthermore, it could be advantageous
to employ simultaneous use of both Nanog and Sox2 mRNAs to modulate the immune
system. The analysis of a pool of 11 miRNAs as exosomal internal cargo revealed high levels
of miR126 and miR146a, followed by lower levels of miR451, miR100, miR143, miR221,
miR140, and miR30c. Several studies have shown that miR126 supports endothelial cell
angiogenesis [77] by promoting endothelial differentiation of BM-MSCs, increasing CD31,
eNOS, and VE-cadherin levels or directly inhibiting PIK3R2 (phosphoinositol-3 kinase
regulatory subunit 2) and SPRED1 (Sprouty-related protein), two negative regulators of
the VEGF signaling pathway [78]. Additionally, miR-126 and miR-146a together have
been shown to induce cardiac regeneration, with miR126 aiding in cell migration and
angiogenesis and miR146a providing anti-inflammatory activity. In the study, exosomes
from ADSCs loaded with these miRNAs were encapsulated in injectable Alg hydrogel and
injected in myocardial infarction animal models. The authors found that the miR-126 and
miR-146a combination led to the improvement of HUVECs migration and proliferation as
well as angiogenesis, promoting an overexpression of Connexin 43 (CX43) and VEGFR2
together with PI3K-AKT pathway activation and a decrease in inflammation mediated
by miR146a via inhibiting TRAF-6 and IRAK-1 [79]. In addition, the overexpression of
miR146a in BM-MSCs transfected with miR146 enhanced cell proliferation, migration,
and osteogenic differentiation in canine right-mandibular distraction osteogenesis (DO)
models [80]. Moreover, several studies proved that miR146a was also a negative regulator of
inflammation [81–83]. These results suggest that the balance between miR146a and miR126
inside exosomes could probably give an equal contribution to the proliferation, migration,
and differentiation of endothelial cells and osteoblasts, and it also could modulate immune
system responses if the exosomes were used in in vivo applications. Amongst the less-
expressed miRNAs, miR451 was studied in the tumor field, acting as a suppressor of
osteosarcoma and hepatocellular carcinoma growth and angiogenesis [84,85]. miR100 was
negatively related to angiogenesis in endothelial and vascular smooth muscle cells by
negatively regulating VEGF [86] and mTOR signaling, which is responsible for sprouting
phenomena, tube formation, and proliferation of endothelial cells [87]. In SASCs, the
expression of miR100 increases during late osteogenic differentiation, while miR221 is
down-regulated [39]. miR143 has been positively related to osteoblasts differentiation
and pro-angiogenic activity [88], while miR140 has been only studied in chondrocytes,
where it is expressed during embryonic bone development [89], playing a crucial role
in cartilage matrix stability and chondrocyte senescence inhibition [90]. miR30c targets
IL-6, a typically pro-inflammatory cytokine [91]. Since they have not yet been studied, all
these findings open new perspectives for the more in-depth study of the effects of each
of these miRNAs on angiogenesis and osteogenesis in the regenerative field. Moreover,
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we could speculate that the high concentration of miR-126 with pro-angiogenic functions
within SASCs-derived exosomes could probably induce some cells to show their angiogenic
differentiation potential, which is already widely demonstrated [59]. This could explain
why SASCs could generate exosomes with typical endothelial membrane markers. Finally,
the wound-healing assay on endothelial cells, fibroblasts, and osteoblasts demonstrated
that in all three cell lineages, exosomes significantly reduced the wounded area within one
day, leading to nearly complete wound closure after two days.

Although the exosomes can currently be considered an ideal candidate for clinical
applications (diagnosis, progression, and therapy) as a new therapeutic strategy with no
immunogenicity, toxicity, and risk while also offering higher stability, maintenance, and in-
tegration compared to origin cells, several limitations are related to their study and use [92].
The lack of standardized techniques for their isolation and purification and established
characterization methods requires further studies in this regard [93]. Above all, the main
limitation is the need for large quantities of starting samples, in our case adipose tissue,
from which to isolate cells to obtain the amount of exosomes sufficient for the experiments.
To resolve this but also to minimize heterogeneity and variability in the results, we used
samples from different patients, in line with our previous studies in which we demon-
strated the homogeneity of isolated SASCs. Several strategies could be developed to use
exosomes as a carrier by using biomolecules as cell stimulators to increase the exosomes
yield [94]. In addition, diseased or aged tissues should be some important parameters to
consider because they could alter the cargo of the isolated exosomes, which would impact
the results of the study. In addition, the microenvironment created by the target cells could
also play a significant role in the reparative response of wounded tissue, influencing the
amounts of inflammatory mediators produced and thus the regenerative capacity of the tis-
sue itself. However, the use of functionalized EVs might be considered in clinical settings to
enhance the regenerative effect of cells rather than the reparative one. Indeed, in a dynamic
in vivo environment, functionalized exosomes could be used for specific targeting of stem
cells adjacent to damaged tissues to induce their proliferation and differentiation and to
actively stimulate a regenerative response that creates a microenvironment maintained by
signaling cues.

Despite these limitations, our findings suggest that SASCs-derived exosomes hold
promise for regenerative purposes, particularly in tissue regeneration and vascularization
applications. Further studies are also needed to evaluate the in vivo efficacy and safety of
SASCs-derived exosomes in regenerative medicine.

Moreover, they also showed a positive regenerative effect on fibroblasts. This could
allow the formation of new connective tissue and new extracellular matrix in in vivo
treatments, enabling the maintenance of the homeostasis in regenerated tissues.

5. Conclusions

This work aimed to provide an initial characterization of the secretome from SASCs.
At first, analysis of the exosomal cargo revealed a high expression of Nanog mRNA, followed
by Sox2, both of which are related to stemness. Additionally, miR126, associated with angio-
genesis, and miR146a, associated with osteogenesis, were overexpressed. Their balanced
expression levels might lead to a combined pro-osteogenic and pro-angiogenic effect on
the recipient cells. Finally, the wound-healing assay demonstrated the pro-regenerative
effects of SASCs-derived exosomes on endothelial cells, fibroblasts, and osteoblasts within
just 1 day of treatment. These findings suggest that spheroids of adipose-derived stem
cells secrete factors involved in stemness maintenance, immunomodulation, and pro-
differentiation signals towards endothelial or osteoblastic lineages, making them promising
candidates for future in vivo regenerative studies.
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Lamperska, K. 2D and 3D cell cultures—A comparison of different types of cancer cell cultures. Arch. Med. Sci. 2018, 14, 910–919.
[CrossRef] [PubMed]

31. Birgersdotter, A.; Sandberg, R.; Ernberg, I. Gene expression perturbation in vitro—A growing case for three-dimensional (3D)
culture systems. Semin. Cancer Biol. 2005, 15, 405–412. [CrossRef] [PubMed]

32. Mueller-Klieser, W. Three-dimensional cell cultures: From molecular mechanisms to clinical applications. Am. J. Physiol. 1997,
273, C1109–C1123. [CrossRef] [PubMed]

33. Benuck, M.; Marks, N. Differences in the degradation of hypothalamic releasing factors by rat and human serum. Life Sci. 1976,
19, 1271–1276. [CrossRef]

34. Bartosh, T.J.; Ylöstalo, J.H.; Mohammadipoor, A.; Bazhanov, N.; Coble, K.; Claypool, K.; Lee, R.H.; Choi, H.; Prockop, D.J.
Aggregation of human mesenchymal stromal cells (MSCs) into 3D spheroids enhances their antiinflammatory properties. Proc.
Natl. Acad. Sci. USA 2010, 107, 13724–13729. [CrossRef] [PubMed]

35. Di Stefano, A.B.; Urrata, V.; Trapani, M.; Moschella, F.; Cordova, A.; Toia, F. Systematic review on spheroids from adipose-derived
stem cells: Spontaneous or artefact state? J. Cell. Physiol. 2022, 237, 4397–4411. [CrossRef]

36. Redondo-Castro, E.; Cunningham, C.J.; Miller, J.; Brown, H.; Allan, S.M.; Pinteaux, E. Changes in the secretome of tridimensional
spheroid-cultured human mesenchymal stem cells in vitro by interleukin-1 priming. Stem Cell Res. Ther. 2018, 9, 11. [CrossRef]

37. Di Stefano, A.B.; Grisafi, F.; Perez-Alea, M.; Castiglia, M.; Di Simone, M.; Meraviglia, S.; Cordova, A.; Moschella, F.; Toia, F. Cell
quality evaluation with gene expression analysis of spheroids (3D) and adherent (2D) adipose stem cells. Gene 2021, 768, 145269.
[CrossRef] [PubMed]

38. Di Stefano, A.; Leto Barone, A.; Giammona, A.; Apuzzo, T.; Moschella, P.; Di Franco, S.; Giunta, G.; Carmisciano, M.; Eleuteri, C.;
Todaro, M.; et al. Identification and Expansion of Adipose Stem Cells with Enhanced Bone Regeneration Properties. J. Regen Med.
2015, 11, 2–3.

39. Di Stefano, A.B.; Grisafi, F.; Castiglia, M.; Perez, A.; Montesano, L.; Gulino, A.; Toia, F.; Fanale, D.; Russo, A.; Moschella, F.;
et al. Spheroids from adipose-derived stem cells exhibit an miRNA profile of highly undifferentiated cells. J. Cell Physiol. 2018,
233, 8778–8789. [CrossRef]

40. Di Stefano, A.B.; Montesano, L.; Belmonte, B.; Gulino, A.; Gagliardo, C.; Florena, A.M.; Bilello, G.; Moschella, F.; Cordova, A.;
Leto Barone, A.A.; et al. Human Spheroids from Adipose-Derived Stem Cells Induce Calvarial Bone Production in a Xenogeneic
Rabbit Model. Ann. Plast. Surg. 2021, 86, 714–720. [CrossRef]

41. Lee, G.H.; Kim, S.H.; Kang, A.; Takayama, S.; Lee, S.H.; Park, J.Y. Deformable L-shaped microwell array for trapping pairs of
heterogeneous cells. J. Micromech. Microeng. 2015, 25, 035005. [CrossRef]

42. Falchook, A.D.; Mayberry, R.I.; Poizner, H.; Burtis, D.B.; Doty, L.; Heilman, K.M. Sign language aphasia from a neurodegenerative
disease. Neurocase 2013, 19, 434–444. [CrossRef] [PubMed]

43. Ivanov, M.; Priimagi, A.; Rochon, P. Effect of saturation on the diffraction efficiency of holographically recorded gratings in
azopolymer films. Opt. Express 2009, 17, 844–849. [CrossRef] [PubMed]

44. Skorik, V.I.; Malikova, T.M.; Boltovskaia, L.F.; Zelikson, B.M.; Safonova, E.S. Control of hypoxia using apneic oxygenation with
extrapulmonary membrane elimination of CO2. Biull. Eksp. Biol. Med. 1987, 104, 162–164. [CrossRef] [PubMed]

45. Otto, A.; Fontaine, J.; Tschirhart, E.; Fontaine, D.; Berkenboom, G. Rosuvastatin treatment protects against nitrate-induced
oxidative stress in eNOS knockout mice: Implication of the NAD(P)H oxidase pathway. Br. J. Pharmacol. 2006, 148, 544–552.
[CrossRef] [PubMed]

46. Staines, A.G.; Sindelar, P.; Coughtrie, M.W.; Burchell, B. Farnesol is glucuronidated in human liver, kidney and intestine in vitro,
and is a novel substrate for UGT2B7 and UGT1A1. Biochem. J. 2004, 384 Pt 3, 637–645. [CrossRef] [PubMed]

47. McKay, R. Stem cells in the central nervous system. Science 1997, 276, 66–71. [CrossRef] [PubMed]
48. Driscoll, J.; Patel, T. The mesenchymal stem cell secretome as an acellular regenerative therapy for liver disease. J. Gastroenterol.

2019, 54, 763–773. [CrossRef] [PubMed]

https://doi.org/10.19104/jbtr.2014.107
https://www.ncbi.nlm.nih.gov/pubmed/28890954
https://doi.org/10.3332/ecancer.2018.822
https://doi.org/10.3390/ijms23052425
https://doi.org/10.1080/19491034.2017.1280209
https://doi.org/10.1007/s12015-020-10006-9
https://doi.org/10.1152/physiol.00036.2016
https://doi.org/10.1146/annurev.micro.60.080805.142209
https://doi.org/10.5114/aoms.2016.63743
https://www.ncbi.nlm.nih.gov/pubmed/30002710
https://doi.org/10.1016/j.semcancer.2005.06.009
https://www.ncbi.nlm.nih.gov/pubmed/16055341
https://doi.org/10.1152/ajpcell.1997.273.4.C1109
https://www.ncbi.nlm.nih.gov/pubmed/9357753
https://doi.org/10.1016/0024-3205(76)90263-0
https://doi.org/10.1073/pnas.1008117107
https://www.ncbi.nlm.nih.gov/pubmed/20643923
https://doi.org/10.1002/jcp.30892
https://doi.org/10.1186/s13287-017-0753-5
https://doi.org/10.1016/j.gene.2020.145269
https://www.ncbi.nlm.nih.gov/pubmed/33148459
https://doi.org/10.1002/jcp.26785
https://doi.org/10.1097/SAP.0000000000002579
https://doi.org/10.1088/0960-1317/25/3/035005
https://doi.org/10.1080/13554794.2012.690427
https://www.ncbi.nlm.nih.gov/pubmed/22823942
https://doi.org/10.1364/OE.17.000844
https://www.ncbi.nlm.nih.gov/pubmed/19158899
https://doi.org/10.1007/BF00842182
https://www.ncbi.nlm.nih.gov/pubmed/3620670
https://doi.org/10.1038/sj.bjp.0706738
https://www.ncbi.nlm.nih.gov/pubmed/16633368
https://doi.org/10.1042/BJ20040997
https://www.ncbi.nlm.nih.gov/pubmed/15320866
https://doi.org/10.1126/science.276.5309.66
https://www.ncbi.nlm.nih.gov/pubmed/9082987
https://doi.org/10.1007/s00535-019-01599-1
https://www.ncbi.nlm.nih.gov/pubmed/31270691


Biomedicines 2024, 12, 1842 14 of 15

49. Hooper, A.T.; Butler, J.; Petit, I.; Rafii, S. Does N-cadherin regulate interaction of hematopoietic stem cells with their niches? Cell
Stem Cell 2007, 1, 127–129. [CrossRef] [PubMed]

50. Neupert, W.; Brunner, M. The protein import motor of mitochondria. Nat. Rev. Mol. Cell Biol. 2002, 3, 555–565. [CrossRef]
51. Watt, T.T.; Martinez-Ramos, G.; Majumdar, D. Race/ethnicity, acculturation, and sex differences in the relationship between

parental social support and children’s overweight and obesity. J. Health Care Poor Underserved 2012, 23, 1793–1805. [CrossRef]
52. Gurung, S.; Perocheau, D.; Touramanidou, L.; Baruteau, J. The exosome journey: From biogenesis to uptake and intracellular

signalling. Cell Commun. Signal 2021, 19, 47. [CrossRef] [PubMed]
53. Tricarico, C.; Clancy, J.; D’Souza-Schorey, C. Biology and biogenesis of shed microvesicles. Small GTPases 2017, 8, 220–232.

[CrossRef] [PubMed]
54. Borges, F.T.; Reis, L.A.; Schor, N. Extracellular vesicles: Structure, function, and potential clinical uses in renal diseases. Braz. J.

Med. Biol. Res. 2013, 46, 824–830. [CrossRef] [PubMed]
55. Zhou, X.; Xie, F.; Wang, L.; Zhang, L.; Zhang, S.; Fang, M.; Zhou, F. The function and clinical application of extracellular vesicles

in innate immune regulation. Cell Mol. Immunol. 2020, 17, 323–334. [CrossRef] [PubMed]
56. Al-Shaibani, M.B.H. Three-dimensional cell culture (3DCC) improves secretion of signaling molecules of mesenchymal stem cells

(MSCs). Biotechnol. Lett. 2022, 44, 143–155. [CrossRef] [PubMed]
57. Miranda, J.P.; Camões, S.P.; Gaspar, M.M.; Rodrigues, J.S.; Carvalheiro, M.; Bárcia, R.N.; Cruz, P.; Cruz, H.; Simões, S.; Santos,

J.M. The Secretome Derived From 3D-Cultured Umbilical Cord Tissue MSCs Counteracts Manifestations Typifying Rheumatoid
Arthritis. Front. Immunol. 2019, 10, 18. [CrossRef] [PubMed]

58. Toia, F.; Lo Presti, E.; Di Stefano, A.B.; Di Simone, M.; Trapani, M.; Corsale, A.M.; Picone, C.; Moschella, F.; Dieli, F.;
Cordova, A.; et al. An analysis of the immunomodulatory properties of human spheroids from adipose-derived stem cells.
Life Sci. 2023, 321, 121610. [CrossRef] [PubMed]

59. Barbara Di Stefano, A.; Toia, F.; Urrata, V.; Trapani, M.; Montesano, L.; Cammarata, E.; Moschella, F.; Cordova, A. Spheroids
of adipose derived stem cells show their potential in differentiating towards the angiogenic lineage. Gene 2023, 878, 147578.
[CrossRef] [PubMed]

60. Li, N.; Huang, Z.; Zhang, X.; Song, X.; Xiao, Y. Reflecting Size Differences of Exosomes by Using the Combination of Membrane-
Targeting Viscosity Probe and Fluorescence Lifetime Imaging Microscopy. Anal. Chem. 2019, 91, 15308–15316. [CrossRef]

61. Huang, Y.; Shen, X.J.; Zou, Q.; Wang, S.P.; Tang, S.M.; Zhang, G.Z. Biological functions of microRNAs: A review.
J. Physiol. Biochem. 2011, 67, 129–139. [CrossRef]

62. O’Brien, J.; Hayder, H.; Zayed, Y.; Peng, C. Overview of MicroRNA Biogenesis, Mechanisms of Actions, and Circulation.
Front. Endocrinol. 2018, 9, 402. [CrossRef] [PubMed]

63. Théry, C.; Witwer, K.W.; Aikawa, E.; Alcaraz, M.J.; Anderson, J.D.; Andriantsitohaina, R.; Antoniou, A.; Arab, T.; Archer, F.;
Atkin-Smith, G.K.; et al. Minimal information for studies of extracellular vesicles 2018 (MISEV2018): A position statement of the
International Society for Extracellular Vesicles and update of the MISEV2014 guidelines. J. Extracell. Vesicles 2018, 7, 1535750.
[CrossRef] [PubMed]

64. Jeyaram, A.; Jay, S.M. Preservation and Storage Stability of Extracellular Vesicles for Therapeutic Applications. AAPS J. 2017, 20,
1. [CrossRef] [PubMed]

65. Ziche, M.; Maglione, D.; Ribatti, D.; Morbidelli, L.; Lago, C.T.; Battisti, M.; Paoletti, I.; Barra, A.; Tucci, M.; Parise, G.; et al. Placenta
growth factor-1 is chemotactic, mitogenic, and angiogenic. Lab. Investig. 1997, 76, 517–531. [PubMed]

66. Cao, Z.; Xie, Y.; Yu, L.; Li, Y.; Wang, Y. Hepatocyte growth factor (HGF) and stem cell factor (SCF) maintained the stemness of
human bone marrow mesenchymal stem cells (hBMSCs) during long-term expansion by preserving mitochondrial function via
the PI3K/AKT, ERK1/2, and STAT3 signaling pathways. Stem Cell Res. Ther. 2020, 11, 329. [CrossRef] [PubMed]

67. Hayashi, S.; Morishita, R.; Nakamura, S.; Yamamoto, K.; Moriguchi, A.; Nagano, T.; Taiji, M.; Noguchi, H.; Matsumoto, K.;
Nakamura, T.; et al. Potential role of hepatocyte growth factor, a novel angiogenic growth factor, in peripheral arterial disease:
Downregulation of HGF in response to hypoxia in vascular cells. Circulation 1999, 100 (Suppl. S19), II301–II308. [CrossRef]
[PubMed]

68. Chen, L.; Carlton, M.; Chen, X.; Kaur, N.; Ryan, H.; Parker, T.J.; Lin, Z.; Xiao, Y.; Zhou, Y. Effect of fibronectin, FGF-2, and BMP4 in
the stemness maintenance of BMSCs and the metabolic and proteomic cues involved. Stem Cell Res. Ther. 2021, 12, 165. [CrossRef]
[PubMed]

69. Li, J.; Song, S.; Li, X.; Zhu, J.; Li, W.; Du, B.; Guo, Y.; Xi, X.; Han, R. Down-Regulation of Fibroblast Growth Factor 2 (FGF2)
Contributes to the Premature Senescence of Mouse Embryonic Fibroblast. Med. Sci. Monit. 2020, 26, e920520. [CrossRef]

70. Cavaillon, J.M. Pro- versus anti-inflammatory cytokines: Myth or reality. Cell. Mol. Biol. 2001, 47, 695–702.
71. Gawlik-Rzemieniewska, N.; Bednarek, I. The role of NANOG transcriptional factor in the development of malignant phenotype

of cancer cells. Cancer Biol. Ther. 2016, 17, 1–10. [CrossRef]
72. Pitrone, M.; Pizzolanti, G.; Tomasello, L.; Coppola, A.; Morini, L.; Pantuso, G.; Ficarella, R.; Guarnotta, V.; Perrini, S.;

Giorgino, F.; et al. NANOG Plays a Hierarchical Role in the Transcription Network Regulating the Pluripotency and Plas-
ticity of Adipose Tissue-Derived Stem Cells. Int. J. Mol. Sci. 2017, 18, 1107. [CrossRef]

73. Sun, Z.; Han, Q.; Zhu, Y.; Li, Z.; Chen, B.; Liao, L.; Bian, C.; Li, J.; Shao, C.; Zhao, R.C. NANOG has a role in mesenchymal stem
cells’ immunomodulatory effect. Stem Cells Dev. 2011, 20, 1521–1528. [CrossRef]

https://doi.org/10.1016/j.stem.2007.07.012
https://www.ncbi.nlm.nih.gov/pubmed/18371341
https://doi.org/10.1038/nrm878
https://doi.org/10.1353/hpu.2012.0147
https://doi.org/10.1186/s12964-021-00730-1
https://www.ncbi.nlm.nih.gov/pubmed/33892745
https://doi.org/10.1080/21541248.2016.1215283
https://www.ncbi.nlm.nih.gov/pubmed/27494381
https://doi.org/10.1590/1414-431X20132964
https://www.ncbi.nlm.nih.gov/pubmed/24141609
https://doi.org/10.1038/s41423-020-0391-1
https://www.ncbi.nlm.nih.gov/pubmed/32203193
https://doi.org/10.1007/s10529-021-03216-9
https://www.ncbi.nlm.nih.gov/pubmed/35000031
https://doi.org/10.3389/fimmu.2019.00018
https://www.ncbi.nlm.nih.gov/pubmed/30804924
https://doi.org/10.1016/j.lfs.2023.121610
https://www.ncbi.nlm.nih.gov/pubmed/36948391
https://doi.org/10.1016/j.gene.2023.147578
https://www.ncbi.nlm.nih.gov/pubmed/37336277
https://doi.org/10.1021/acs.analchem.9b04587
https://doi.org/10.1007/s13105-010-0050-6
https://doi.org/10.3389/fendo.2018.00402
https://www.ncbi.nlm.nih.gov/pubmed/30123182
https://doi.org/10.1080/20013078.2018.1535750
https://www.ncbi.nlm.nih.gov/pubmed/30637094
https://doi.org/10.1208/s12248-017-0160-y
https://www.ncbi.nlm.nih.gov/pubmed/29181730
https://www.ncbi.nlm.nih.gov/pubmed/9111514
https://doi.org/10.1186/s13287-020-01830-4
https://www.ncbi.nlm.nih.gov/pubmed/32736659
https://doi.org/10.1161/circ.100.suppl_2.Ii-301
https://www.ncbi.nlm.nih.gov/pubmed/10567320
https://doi.org/10.1186/s13287-021-02227-7
https://www.ncbi.nlm.nih.gov/pubmed/33676544
https://doi.org/10.12659/MSM.920520
https://doi.org/10.1080/15384047.2015.1121348
https://doi.org/10.3390/ijms18061107
https://doi.org/10.1089/scd.2010.0366


Biomedicines 2024, 12, 1842 15 of 15

74. Yoon, D.S.; Kim, Y.H.; Jung, H.S.; Paik, S.; Lee, J.W. Importance of Sox2 in maintenance of cell proliferation and multipotency of
mesenchymal stem cells in low-density culture. Cell Prolif. 2011, 44, 428–440. [CrossRef] [PubMed]

75. Park, S.B.; Seo, K.W.; So, A.Y.; Seo, M.S.; Yu, K.R.; Kang, S.K.; Kang, K.S. SOX2 has a crucial role in the lineage determination and
proliferation of mesenchymal stem cells through Dickkopf-1 and c-MYC. Cell Death Differ. 2012, 19, 534–545. [CrossRef]

76. Niknejad, P.; Azizi, H.; Sojoudi, K. Protein and Gene Expression Analysis in Neonate and Adult Mouse Testicular Germ Cells by
Immunohistochemistry and Immunocytochemistry. Cell Reprogram 2021, 23, 349–358. [CrossRef] [PubMed]

77. Kong, R.; Gao, J.; Ji, L.; Zhao, D. MicroRNA-126 promotes proliferation, migration, invasion and endothelial differentiation while
inhibits apoptosis and osteogenic differentiation of bone marrow-derived mesenchymal stem cells. Cell Cycle 2020, 19, 2119–2138.
[CrossRef] [PubMed]

78. Fish, J.E.; Santoro, M.M.; Morton, S.U.; Yu, S.; Yeh, R.F.; Wythe, J.D.; Ivey, K.N.; Bruneau, B.G.; Stainier, D.Y.; Srivastava, D.
miR-126 regulates angiogenic signaling and vascular integrity. Dev. Cell 2008, 15, 272–284. [CrossRef]

79. Shafei, S.; Khanmohammadi, M.; Ghanbari, H.; Nooshabadi, V.T.; Tafti, S.H.A.; Rabbani, S.; Kasaiyan, M.; Basiri, M.;
Tavoosidana, G. Effectiveness of exosome mediated miR-126 and miR-146a delivery on cardiac tissue regeneration. Cell Tissue Res.
2022, 390, 71–92. [CrossRef]

80. Shen, H.; Jiang, W.; Yu, Y.; Feng, Y.; Zhang, T.; Liu, Y.; Guo, L.; Zhou, N.; Huang, X. microRNA-146a mediates distraction
osteogenesis via bone mesenchymal stem cell inflammatory response. Acta Histochem. 2022, 124, 151913. [CrossRef]

81. Dull, K.; Fazekas, F.; Deák, D.; Kovács, D.; Póliska, S.; Szegedi, A.; Zouboulis, C.C.; Törőcsik, D. miR-146a modulates TLR1/2 and
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